Figure 1: Novel Gene Sequence Analysis 
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Figure 2 . Automated Mononuclear Cell RNA Isolation Device 
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Figure 3: Kit* for discovery of- or applic ation of diagnostic gene sets 
A Contents of kit for discovery of diag nostic gene sets 

1 Sterile, endotoxin and RN Ase free blood collection tubes (>10cc capacity) 

2. Alcohol swabs, tourniquet, 18g needle and syringe (>10cc capacity) 

3. Erythrocyte lysis buffer 

4 Leukocyte lysis buffer t . 

5. Substrates for labeling of RNA (may vary for various expression profiling techniques) 

For fluorescence cDNA microarray expression profiling: 
Reverse transcriptase and lOx RT buffer 
Poly-dT primer 
DTT 

Deoxynucleotides lOOmM each 
RNAse inhibitor 

Cy3 and Cy5 labeled deoxynucleotides 

6. cDNA microarrays containing candidate gene libraries 

7. Cover slips for slides 

8. hybridization chambers 

9. Software package for identification of diagnostic gene set from data 

Contains statistical methods. 

Allows alteration in desired sensitivity and specificity of gene set. 
Software facilitates access to and data analysis by centrally located database 
server. 

10. Password and account number to access central database server. 

11. Kit User Manual 

R Contents of kit for applic ation of diagnostic gene sets 

1 Sterile, endotoxin and RNAse free blood collection tubes (>10cc capacity) 

2. Alcohol swabs, tourniquet, 18g needle and syringe (>10cc capacity) 

3. Erythrocyte lysis buffer 

4. Leukocyte lysis buffer , • , - 

5. Substrates for labeling of RNA (may vary for various expression profiling techniques) 

For fluorescence cDNA microarray expression profiling: 
Reverse transcriptase and lOx RT buffer 
Poly-dT primer 
DTT 

Deoxynucleotides lOOmM each 
RNAse inhibitor 

Cy3 and Cy5 labeled deoxynucleotides 

6. cDNA microarrays containing diagnostic gene sets 

7. cover slips for slides 

8. hybridization chambers 

9. Software package for identification of diagnostic gene set from data 

Contains statistical methods. 

Allows alteration in desired sensitivity and specificity of gene set. 
Software facilitates access to and data analysis by centrally located database 
server 

10. Password and account number to access central database server. 

11. Kit User Manual 
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Comparison of Guanine-Silica (GS) to 
Acid-Phenol (AP) RNA Purification 
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Expression of Leukocyte Specific Genes 
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Figure 6 
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Expression of Leukocyte-Specific Genes 
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Comparison of Control RNAs 
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Figure 7 



All markers are connected and 
ordered by Features. 

10 pg of each control RNA 
was labeled. 
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Figure 8: Log expression of each probe using the R50 reference RNA. Probe expression 
is ordered by Signal to noise, S/N, decreasing from left to right. 



Array Hybe 115018 
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Corrparison of Hcji Rejection Grade to LcwRqection Gade 
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Figure 10: Differential gene expression between grade 0 and 3A samples: 
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Array 107742: Grade 0 



Nam© 21 

SkMK>3202 T^cription factor 7 fT-cell specific. HMOMH [TCF7) 

BE220959 major histocompatibility complex, class II, DQ beta 1 HL 

BE220959 major histocompatibility complex, class II. DQ bete 1i HL 

NM 002922 regulator of G-protein signalling 1 (RGS1), mRNA /cds- 

NM~001 781 CD69 antigen (p60, early T-cell activation antigen) (CD6 

NM~002341 lymphotoxin beta (TNF superfamily, member 3) (LTB) tr 

BE220959 major histocompatibility complex, class 11, DQ beta 1 (HL 

NM 001781 CD69 antigen (p60. early T<ell activation antigen) (CD6 

U05040 far upstream element (FUSE) binding protein 1 (FUBP1 

X1*UJ08 nudear receptor subfamily 4. group A. member 2(NR4A 

Nri 3 p03202 transcription factor 7 (T-celt specific. HMG-box) (TCF7), 

AFS35947 cytokine-Inducible inhibitor of signalling type 1b mRNA. 

NM*=001781 CD69 antigen (p60. early T-cell activation antigenHCD6 
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